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1 This is a submission template for depositing microorganism data to eLMSG (https://www biosino org/elmsg/index)
2 Mandatory It is necessary, if it is empty your submission will fail. If information is unavailable, please enter 'not collected’
3 Recommeded me These fields are important for microorganism, please fill in as much as possible. If no information is available, keep it empty
4 | Yellow fields Conditional mand If no information is available, keep it empty.
5 | Auto-generated These fields will be automatically generated by eLMSG system
6 |CV controlled vocabL You can choose the value from the controlled vocabullary. If your value is not in the list of controlled vocabullary, please contact us through elmsg-support@picb.ac.cn
7 |You can add these fields, including Ecology, Morphology, Multicellular morpholegy, Colony morphology, C/N source, Metabolite, Tolerance, Antibiotic, GC, Enzymology, Genomics
g |All punctuation marks are in English, and after comma has a blank.
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1 |This is a submission template for depositing MAG (metagenome-assembled genome) to eLMSG (https://www_biosino.org/elmsg/index)
2 Mandatory It is necessary, If it is empty your submission will fail. If information is unavailable, please enter ‘not collected’
) Recommeded me These fields are important for microorganism, please fill in as much as possible. If no information is available, keep it empty.
4 | Yellow fields Conditional mand If no information is available, keep it empty.
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6 |CV controlled vocabt You can choose the value from the controlled vocabullary. If your value is not in the list of controlled vocabullary, please contact us through elmsg-<
7 |You can add these fields, including Ecology, Morphology, Multicellular morphology, Colony morphology, C/N source, Metabolite, Tolerance, Antibiotic, GC, Enzymology, Genomics
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https://www.biosino.org/elmsg/record/MSG050834
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Antifaeciroseburia intestinalis str. D21-19T

General information

Name D21-19T Rank  Strain

Lineage Root. Bacteria. Firmicutes. Bacilli. Lactobacillales. Lactobacillaceae. Antifascirosebuna’ Antifaeciroseburnia intestinalis'. D21-19T

Nomenclature type positive

Ecology
Isolation source isolated from the cecal contents of an 8-week-old male Lepob/ob C57BL/6J mouse.

Taxonomy marker

MK287676 Marvinbryantia sp.

Length 1413 Topology linear Strandedness double

Genomics

| LMSG_G000000060.1  ‘Antifaeciroseburia intestinalis’ / m

S Chang Liu, Institute of Microbiology. Chi Acad f S - 34
ource ang Liu, Institute of Microbiology, Chinese Academy of Science ,ﬁiDownload&iﬁﬂL}.ﬁE%?H;fSZ}E

2. HELHIE
MEBBERNSAERMEEER, —FSEEREFANTUER, & IEig
ZEETELEZERNANTHIEEE BRERARIEELEEE, F
https://www.biosino.org/elmsg/record/MSG051763 ; B —FEiZ 2 HB AN LT A4t
1, BiixsEE, ERATMNRERERATES, STHXRA Download EEE
ERRAKIE.



General information 2

Name YSL Rank  Strain

Lineage Root. Archaca. Eun

Nomenclature type positive

Ecology -
Isolation source sediment
Envi oot Aquatic Freshwater sediment
Geographic location  Jiehe River, Yantai
Collection date 201307
Environment biome freshwater
Environment feature  harbor
Environment material ~ sediment
Latitude and 37.08333-37.66000° N 120.13333-120.63333° E
longitude
Genomics -
| tMSG_G000000181. 1 ‘Methanobacterium sp
/
Source Yantai Institute of Coastal Zone Research, Chinese Academy of Sciences FAEHIEERBHIE D EES |
Assembly status complete genome Assembly class haploid %@Hﬁﬁ%ﬁgﬁﬁﬁ
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1. AFHEE

*xxxx% gre available in eLMSG (an elibrary of Microbial Systematics and Genomics,
https://www.biosino.org/elmsg/index) under accession NnUMbers *xxxxx,

2. TWEEIE:

1) BENRERER

Strain  xxxxxx  (eLMSG genome ID: LMSG_G*****) can be viewed in eLMSG
(https://www.biosino.org/elmsg/index) through the URL:
https://www.biosino.org/elmsg/record/*+xxxx

2) BEMHE—ERR

All data can be viewed in eLMSG (https://www.biosino.org/elmsg/index) through the
URL in document “genome_link.xIsx”. Column A refers to strain name. Column B indicates
eLMSG genome ID. Column C refers to URL of genome in eLMSG.
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